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In the Claims: 

Please cancel claims 6 and 12-24 without prejudice or disclaimer of the subject matter 
therein and amend the claims as follows: 

1 . (Amended) An isolated polynucleotide comprising a member selected from the group 
consisting of: 

(a) a first polynucleotide having at least a 70% identity to a reference polynucleotide 
se quence consis tin g of a sequence encoding a p alypeptide comprising amino acids 1 to 256 of SEQ ID 
1VJO-2 wherein said identity is determined usin g an algorithm with default parameters which 
al gorithm is selected from the group con sisting of BLASTP, BLASTN or FASTA; and 

(b) a polynucleotide which is [coriplementary to] the complement of the entire length such 
first polynucleotide of (a) [; and (c) a polynucleotide comprising at least 15 bases of the polynucleotide 
of (a) or (b)]. 



2. (Unchanged) The polynucleotide 1& Claim 1 wherein the polynucleotide is DNA. 

3 . (Unchanged) The polynucleotide of Claim 1 wherein the polynucleotide is RNA. 



4. (Amended) The polynucleotide f Claim 2 comprising [nucleotide] nucleotides 1 to 771 set 
forth in SEQ ID NO: 1. 



5. (Amended) The polynucleotide 
encoding the amino acid sequence set forth 



of Claim 2 comprising [nucleotide] polynucleotide 
n SEQ IDNO.2. 



consisting of a sequence encoding the same 



7. (Amended) An isolated polynucleotide comprising a member selecied-frem4he_group_ 

consisting of: 

(a) a first polynucleotide havinl at least a 70% identity to a reference polynucleotide which 



mature polypeptide expressed by the FabI gene [cDNA] 



contained in Sta phylococcus aureus WCUil 29 contained in NCMB Deposit No.40771 , wherein 



identity is determined using an al gorithm 



with default parameters which algorit hm is selected from 



the group consisting of BLAS TP BT.ASFN or FASTA: and 
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(b) a polynucleotide which is [complementary to] the complement of the entire length such 
first polynucleotide of (a) ; [and (c) a polynucleotide comprising at least 15 bases of the polynucleotide 



1 of (a) or (b)]. 




8. (Unchanged) A vector comprising the DNA of Claim 2. 



9. (Amended) A cultured host cell cor lprising the vector of Claim 8 



Cllg 



10. (Amended) A process for produci 
[expressing from] the host cell of Claim 9 under 



A encoded by [said DNA] the first ooM nideotid4 



11. (Unchanged) A process for produjpi 
transforming or transfecting the cell with the. 
polypeptide encoded by the [cDNA contain) 



a cell which expresses a polypeptide comprising 
6topof Claim 8 such that the cell expresses [the] a Fab I 
the vector] the first polynucleotide . 



Please add new claims provided beloy 
Group I and introduce no new matter. 



ice 



(New) An isolated polynucleoti 
95% identity to a reference polynucleotide 
comprising the amino acids of SEQ ID NO 
with default parameters which algorithm is 
BLASTN or FASTA, or (b) the complement) of the 



26. (New) The isolated polynucleot 
means that the first polynucleotide has a 
inserted or otherwise non-matching 
such that: 



a polypeptide comprising[:] the step of culturing 
conditions effective to express a Fab I polypeptide 



The new claims are directed to the invention in 



comprising (a) a first polynucleotide having at least 
consisting of a sequence encoding a polypeptide 

wherein identity is determined using an algorithm 
selected from the group consisting of BLASTP, 
entire length of such first polynucleotide. 



de of claim 26, wherein having at least 95% identity 
nunfber, n„, which can be zero, of altered, deleted, 
nucleot tes when compared with the reference polynucleotide 
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95% < [1 Wlln/Xn)] X 100 

where x„ is the total number of nucleotides in the reference sequence. 

27. (New) The polynucleotide of Claim 25 wherein the polynucleotide is DNA. 

28. (New) The polynucleotide ofCldim 25 wherein the polynucleotide is RNA. 

29. (New) The polynucleotide of CI iim 25 comprising the nucleotide sequence set forth 
inSEQIDNO:!. . 



30. (New) The polynucleotide 
amino acids of SEQ ID NO:2. 



of Claim 25 which encodes a polypeptide comprising 



31. (New) The isolated polynuclec): 
sequence encodes an enoyl-ACP reductase 



e!jtide^of claim 25, wherein the first polynucleotide 
polypeptide. 



32. (New) The isolated polynucle itide of claim 25 comprising the first polynucleotide. 

33 . (New) The isolated polynucleotide of claim 25 comprising the complement of the 
first polynucleotide. 

34. (New) An isolated polynucleotide comprising (a) a first polynucleotide having at least 
a 95% identity to a reference polynucleotide sequence consisting of a sequence encoding the same 
mature polypeptide expressed by the Fab I dene contained in NCBVTB Deposit No. 40771, 
wherein identity is determined using an algorithm with default parameters which algorithm is 
selected from the group consisting of BLAsjrP, BLASTN or FASTA, or (b) the complement of 
the entire length of such first polynucleotide 

35. (New) A vector comprising the pNA of Claim 34. 
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36. (New) A cultured host cell comprisii Lg the vector of Claim 3 5 . 



37. (New) A process for producing a po 



cell of Claim 36 a polypeptide encoded by said DNA. 



38. (New) A process for producing a 
transforming or transfecting the cell with the 
polypeptide encoded by the DNA contained in 



ypeptide comprising: expressing from the host 



c&l which expresses a polypeptide comprising 
vecftor of Claim 35 such that the cell expresses the 
the vector. 



39. (New) An isolated polynucleotide c omprising (a) a first polynucleotide having at least 
a 97% identity to a reference polynucleotide consisting of a sequence encoding a polypeptide 
comprising amino acids of SEQ ID NO:2, wherein identity is determined using an algorithm with 
default parameters which algorithm is selected :rom the group consisting of BLASTP, BLASTN 



or FAST A, or (b) the complement of the ent 



tftfe cor 



40. (New) An isolated polynucl 
a 97% identity to a reference polynucleotifcl 
polypeptide expressed by the Fab I gene 
identity is determined using an algorithm with 
the group consisting of BLASTP, BLASTN or 
length of such first polynucleotide. 



ng (a) a first polynucleotide having at least 
consisting of a sequence encoding the same mature 
contained inNCIMB Deposit No. 40771, wherein 

iefault parameters which algorithm is selected from 
FAST A, or (b) the complement of the entire 



41. (New) A vector comprising the ENA of Claim 40. 

42. (New) A cultured host cell comprising the vector of Claim 41 . 



43. (New) A process for producing a 



length of such first polynucleotide. 



polypeptide comprising the step of expressing from 



the host cell of Claim 42 a polypeptide encoded by said DNA. 
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44. (New) A process for producing a cell which expresses a polypeptide comprising 
transforming or transfecting the cell with the vedtor of Claim 41 such that the cell expresses the 
polypeptide encoded by the DNA contained in t le vector. 



Fab 



45. (New) A process for producing a 
retains binding and/or enzymatic activity, composing 
sufficient for the production of said polypeptide 



46. (New) An isolated polynucleotide 
a Staphylococcus aureus strain WCUH29/DNA 



I polypeptide or fragment, which fragment 
culturing a host of claim 42 under conditions 
or fragment. 



fprising a DNA sequence obtained by screening 
library containing the complete gene encoding an 



amino acid sequence set forth in SEQ ID Ao^fmder stringent hybridization conditions with a 
polynucleotide probe having a polynucleot^eiqtl^ce set forth in SEQ ID NO.l or a fragment 
thereof, which fragment is a 17-mer or longer. 

47. (New) The isolated polynucleotide oV claim 1, which hybridizes under stringent 
conditions to a second reference polynucleotide insisting of the sequence of SEQ ID NO: 1 or to 
the complement of the entire length of such secohd reference polynucleotide. 



48. (New) The isolated polynucleotide o: 
having at least 95% identity to the first reference 
entire length of such first polynucleotide. ~ 



claim 47, comprising (a) a first polynucleotide 
Dolynucleotide, or (b) the complement of the 



REMARKS 

With the entry of the above amendments, claims 1-5, 7-1 1 and 25-48 are pending. 
Fees required for consideration of this Amendment and Response are believed to be as set 
forth in the attached Fee Calculation Sheet. Fee payment is as authorized in the Transmittal 
submitted herewith. These claims are subject to restriction requirement into Groups I to VII. 
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